
 
 

 
 
 

UNIVERSITI TEKNOLOGI MARA 
 
 
 
 
 

ARCHIVING EXPRESSED mRNA TRANSCRIPTS 
BY USING CAPFINDER METHOD 

 
 
 
 
 

AIMI SYAEIRAH BINTI HAFIDZI 
 
 
 
 
 

Faculty of Pharmacy 
MARA UNIVERSITY OF TECHNOLOGY(UiTM) 

 
 
 

2012 



 
 

APPROVAL SHEET 

 
 
I hereby recommend that the thesis prepared under my supervision by Aimi Syaeirah 

Binti Hafidzi (2008411356) entitled Archiving Expressed mRNA Transcripts By 

Using CapFinder Method be accepted in partial fulfilment of the requirement for the 

degree of Bachelor of Pharmacy (Hons), from the Faculty of Phamacy, UiTM. 

 

 

 

 
 
 
 
..............................      ………………………… 

Date       Dr Rosmadi Mohd Yusoff 
         Main Supervisor 
 
 
 
 
 
 
 
 
 
 
  ………………………..         …………………………………………. 
      Date              (Professor Dr. Aishah Adam) 

     Dean Faculty of Pharmacy 
 

 



ii 
 

ACKNOWLEDGEMENT 

 
First of all I feel grateful and thank to all Mighty One, Allah because only with the 
power and His permission this research can be completely done in the time given. 

Here I also would like to express my sincere thanks to those who have helped me in 
my mission to achieve successful research. Firstly, I am pleased to acknowledgement 
my supervisor, Dr.Rosmadi Mohd Yusoff for his support, guidance and advice 
throughout the research period. Without his effort, I could not have an opportunity to 
study deeply biogenetic field. 

Secondly, to the coordinator for PHR 555 course, Ms. Ruzianisra Mohamed for her 
knowledge, taught and guidance. 

Besides that, a special thank to my research partner, Noor Haslina Zainor Abidin, 
and also master student for their support and helpful to finish up the research. 

Not forgettable, thanks to Prof. Dr. Hj Abu Bakar Majeed as let us using the lab and 
equipment in Brain Lab at level 7, Faculty Pharmacy.  

Finally, my thanks go to my parents, friends and all people that involved in 
completely this research.All the good one comes from Allah, and all the bad one in 
my mistake. 

Thank You. 

 

 

 

 
 



iii 
 

TABLE OF CONTENTS 
 

TITLE PAGE         

ACKNOWLEDGEMNT        ii 

TABLE OF CONTENTS        iii 

LIST OF TABLE         vi 

LIST OF FIGURES         vii 

LIST OF ABBREVIATIONS       viii 

ABSTRACT          ix

   

CHAPTER 1: INTRODUCTION        

1.1 Introduction                 1 

1.2  Problem Statement                                                                                2                                  

1.3 Objectives                 3 

1.4  Significant of Study                                                                                   3 

1.5       Research Hypothesis                                                                                 4 

1.6 Scope of Study                                    4   

     

CHAPTER 2: LITERATURE REVIEW       

2.1       Reverse Transcription                             6 

2.2  Polymerase Chain Reaction                                                            7 

            2.2.1   History                                                                                               7 

            2.2.2   Principal                                                                                             8 

            2.2.3   Application                                                                                  9 

2.3      CapFinder Method                       10 

2.4      Full-length mRNA                                                                         12

 2.4.1 Purpose Of Full-length mRNA      12 

 2.4.2 Problems in producing full-length mRNA                12

 2.4.3 Identification of full-length mRNA                13 

2.4.4 Advantages of using CapFinder method    14 

2.5 Application in molecular biology      14 



iv 
 

2.6 mRNA Transcript        16 

 2.6.1  Von Willebrand factor (vWF)     16 

 2.6.2 Glyceraldehyde-3-phosphate dehydrogenase (GADPH)  16 

2.6.3 Type 2 Inositol 1,4,5-Triphosphate Receptor (ITPR2)  17 

2.6.4 Ribonuclease P (RNase P)      17 

2.7 Rapid Amplification of cDNA Ends (RACE)    18 

 2.7.1. Use of RACE       18 

 2.7.2 Features of SMARTer RACE cDNA Amplification  19 

2.8  Lung Carcinoma Cell (A549)      21 

 

CHAPTER 3: METHODOLOGY        

3.1 Materials                         22 

3.2 Assay Procedure                    23 

 3.2.1 Primer Design        23 

 3.2.2 First-strand cDNA synthesis      23 

 3.2.3 Polymerase Chain Reaction      24 

 3.2.4 Agarose Gel Electrophoresis      25 

3.3 Primer Sequence         27 

3.4 Rapid Amplification of cDNA ends      28 

3.4.1 3’ RACE (First Amplication)      28 

3.4.2. 3’ RACE (nested PCR)      29 

3.4.3 3’ RACE (First Amplification)      29 

3.4.4. 5’RACE (Nested PCR)      29 

3.4.5 Control PCR Reaction       30 

 

 


	ARCHIVING EXPRESSED mRNA TRANSCRIPTS BY USING CAPFINDER.pdf

