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CHAPTER 1
INTRODUCTION

1.1 Background of study

The Asian tiger mosquito, Aedes albopictus is an invasive and aggressive insect that
bites during daytime. It is considered as a threat to the public health due to its ability
to transmit arboviruses, primarily dengue virus (DENV) and Chikungunya (CHIKV)
virus (Bonizzoni et al., 2013). It is also known that Ae. albopictus is a vector capable
of transmitting other viruses such as La Crosse virus, Eastern Equine Encephalitis
virus, Japanese encephalitis virus and West Nile virus (Medlock et al., 2012).
Ae. albopictus is indigenous in Southeast Asia. Furthermore, it has established a wide
population throughout Europe, Africa, Middle East, North and South America and
the Caribbean in the past three decades (Gratz, 2004). The fast spread of
Ae. albopictus is incredibly alarming due to its status as a competence dengue and

chikungunya vector (Benedict et al., 2008).

Ae. albopictus is often regarded as secondary vector and is considered less of a health
threat in comparison to its primary counterpart despite its widespread population
expansion. This is partly due to the fact that this vector displays a zoophilic feeding
behaviour, which makes it less efficient in disease transmission. However,
Ae. albopictus has been incriminated in several episodes of disease outbreaks, such
as in the recent dengue outbreaks in Hawaii, Indian Ocean Islands, Central Africa
and Southern China between the years 2001 to 2010. This scenario is similar with
the first occurrence of autochthonous dengue transmission in Europe
(Bonizzoni et al., 2013). In addition, Ae. albopictus was the main culprit behind the
Chikungunya virus outbreaks in the South Western Indian Ocean, India, Central
Africa and Italy in between the years 2006 to 2007 as suggested by
Paupy et al. (2009). Therefore, the discriminable role of Ae. albopictus as a vector

can no longer be neglected. This species is becoming more important in causing





