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ABSTRACT

Introduction: Dengue fever is a systemic viral infection transmitted by the Aedes aegypti and
Aedes albopictus mosquitoes to human and become endemic in more than 100 countries of
Southeast Asia, America, Western Pacific, Africa and Mediterranean regions. Many studies
are discussing on how to control public health issues including Dengue using temporal and
spatial analysis. Objective: This study was conducted to assess the distribution of dengue
cases in Maran District, Pahang from 2014 to 2018. Methodology: A retrospective study was
carried out in Maran by using data from e-notification system from the year 2014 until 2018
in which 634 cases of Dengue in the analysis to see patterns of Dengue in Maran. All the data
regarding the cases of longitude and latitude were based on “mukim” and locality by using
ArGIS. Results: Female and aged group (15-29 years old) were more likely to be infected by
Dengue (51% and 32.2%%, respectively). Descriptive spatial analysis indicated the DF
infection was normally distributed in all zones. Descriptive analyzes show a spatial Dengue
infection has spread sporadically in all “mukim” with mukim Chenor was the most affected.
All the pattern analysis showed clustered pattern. Conclusion: The factors that cause the
occurrence of Dengue identified should be considered to ensure that control measures can
approach to be more drastic and carried out to prevent the spread of Dengue in the Maran
District.
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CHAPTER ONE

INTRODUCTION

1.1 Background

Dengue fever is a systemic viral infection transmitted by the Aedes aegypti and
Aedes albopictus mosquitoes to human (Simmons et al., 2012) and becomes endemic
in more than 100 countries of Southeast Asia, America, Western Pacific, Africa and
Mediterranean regions (Guzman and Harris, 2015). The weather condition in the Asian
countries such as Malaysia, Thailand, Indonesia and Singapore considers as a suitable
country for the dengue outbreaks. Dengue is a major problem in public health and risen
dramatically in the last twenty years in Malaysia (Aziz et al, 2011). Dengue has been
spreading from a sporadic disease to a major public problem due to the increase in
geographical extension, the number of cases and disease severity with substantial

social and economic impacts.

According to the World Health Organization 2017, the dengue virus serology,
belonging to the group of flaviviruses, consists of four grouping serotype which are
DENV-1, DENV-2, DENV-3 and DENV-4. The symptoms of dengue fever are a
sudden fever (>38.5°C), headache, rash, vomiting, diarrhea, myalgia, arthralgia and
any other warning signs. In the phase of dengue fever, there are natural courses
including febrile, critical and recovery phases. In the triad epidemiology of dengue,
three main factors affecting the transmission of dengue disease are between vector,

host and virus.



